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TITPITZIA Q97 fil R 


129291 


TlTPITZl A Q9 7 fil Q 


129292 


ATCEA4S27620 


129293 


ATCEA4S27 621 


129294 


ATCEA4S27622 


129295 


ATCEA4S27623 


129296 


ATCEA4S27624 
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-i r"\ /** ^ /\ **7 

129297 


ATPFA4 997 695 


129298 


ATPF A 4 997 696 


129299 


ATPFA4997 627 


129300 


ATPFA4997 628 


129301 


ATPFA4S27 629 


129302 


ATPFA4997630 


129303 


ATPF.A4997 631 


129304 


ATPF.A4997 632 


129305 


ATPF A4927 633 


129306 


ATPFA4997 634 


129307 


ATPF.A4S27 635 


129308 


ATPF A 4 997 636 


129309 


ATPFA4927 637 


129310 


ATPFA4997638 


129311 


ATPF A4 99 7 639 


129312 


ATPFA4927640 


i inn o 

129313 


ATPF.A4S27 641 


129314 


A TPF A 4 9 9 7 6 4 9 


129315 


A TPF A 4 9 9 7 6 4 3 


129316 


A TPF A 4 997 64 4 


129317 


ATr*F A4 997 64 S 


129318 


ATPFA4 997 64 6 


129319 


ATPF A 4 997 647 


129320 


ziTPF A 4 99 7 64 8 

ill L-EjA4 DZ / 04 0 


129321 


ATPF A 4 997 64 9 


129322 


AlUlijA4oZ / OjU 


129323 


A10iLjA4dz / OjI 


129324 


a T PF B.49976 c i9 


129325 


71 T PIT 1 A49976R"3 
Al L-Ji<A4 oZ / Ojj 


129326 


7\ r rr , T?7i 4 Q97 C\t\A 


129327 


TiTPFA 4 9 97 6^ R 


129328 


ATPF A 4 9 97 6S 6 


129329 


Z\TPFA4 997 6S7 


129330 


ATPF A 4 9 97 6 c i R 


129331 


ATPF A 4 997 6^ Q 


129332 


7\rnpra 4 997 6 60 


129333 


aTPTTZi 4 9 97 6 61 


129334 


Zi TPF 2X4 997 669 


129335 


AlUiiiA4oz / ODj 


129336 


7iT^T?7i 4 9 9 7 6 64 
Al L-.lij.trl4 OZ / QD'i 


129337 


ATPF "A 4 997 66 R 
AlL,HiA4 oZ / DDj 


129338 


ATPFA4 997 66 6 


129339 


ATPF A 4 997 6 67 


129340 


ATPF A4 997 668 


129341 


ATPF A 4 9 9 7 66Q 


129342 


ATPF A 4 997 67 D 


129343 


7\ TfTT 7i 4 Q97 67 1 
Alv^IliA4 oZ / O / J. 


129344 


A 1 0±Li A4 O ^. / O / Z 


129345 


Al Ci1jA4 DZ / O / o 


129346 


A 1 Uiij A4 oz / o / 4 


129347 


7\ T r 1 !? 7i 4 Q 9 7 ^ 7 R 

Ai UiliA4oz / O / 0 


129348 


ATPF A 4 997 67 6 


129349 


ATCEA4S27 677 


129350 


ATCEA4S27678 


129351 


ATCEA4S27 67 9 


129352 


ATCEA4S27 680 


129353 


ATCEA4S27681 
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129354 


ATPFA4S27 682 


i o no c c 

1293oo 


ATCEA4S27 683 


129356 


ATf!ff A4S27684 


129357 


ATPFA4S27 685 


1293bo 


ATPF.A4S27 68 6 


1 o no c n 


ATCEA4S27687 


lz9obU 


ATPF.A4S27688 


izyooi 


ATCEA4S27689 


12936Z 


ATPF.A4S27 690 


129363 


ATPF.A4S27691 


129364 


ATPF.A4R27692 


129365 


ATPF.A4S27 693 


129366 


AT t rFA4S27 694 


i o n. o 

IzyJb / 


ATCEA4S27 695 


-t o n o £ q 
1293bo 


ATPF.A4S27696 


izy Joy 


ATCEA4S27697 


izyo / u 


ATCEA4S27 698 


lzyo / 1 


ATCEA4S27699 


1293 /z 


ATPEA4S27700 


129373 


ATPF.A4S27701 


129374 


ATPEA4S277 02 


•i Ann c 

129375 


ATPFA4927703 


129376 


ATPF A4 997 704 


129377 


ATPFA4927705 


129378 


ATPF.A4S27706 


129379 


ATPEA4S27707 


129380 


ATPF1A4S277 08 


129381 


ATPF.A4S27709 


129382 


ATPF.A4S27710 


i o n o o o 

129383 


ATPF.A4S27711 


129384 


ATPEA4S27712 


129385 


ATPFA4^2771 3 


129386 


ATPFA4 927714 


129387 


ATCEA4S27715 


129388 


ATPFA4S277 16 


t o n o o d 
129389 


ATCEA4S27717 


lzyoyu 


ATCEA4S27718 


129391 


ATCFA4S27719 


129392 


ATPEA4S27720 


129393 


ATPF.A4S27721 


129394 


ATPFA4927722 


129395 


ATPFA4927723 


12939b 


ATPEA4S27724 


-i n "*j n *"? 
129397 


ATPFA492772 5 


-t OAO AO 

129398 


ATPFA4 927726 


129399 


ATPFA4S27727 


129400 


ATPFA4 C I27728 


1 Jl A1 

129401 


ATPFA4 9277 2 9 


129402 


ATPFA4 927730 


129403 




■i A A /I A jl 

129404 


ATPFA4 927732 


129403 


ATPEA4S27733 


129406 


ATCEA4S27734 


129407 


ATCEA4S27735 


129408 


ATCEA4S27736 


129409 


ATCEA4S27737 


129410 


ATCEA4S27738 
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129411 


ATPFA4927739 


129412 


ATPF.A4S27740 


129413 


ATPFA4927741 


129414 


ATPFA4997742 


129415 


ATPFA499.7743 


129416 


ATPF A4997 744 


129417 


ATPF.A4.9977 45 


129418 


ATPFA4 99774 6 


129419 


ATPFA4997747 


129420 


ATPFA49977 48 


129421 


ATPFA499774 9 


129422 


ATPF A 4 9977^0 

ill O.Ejil'i OZ / / 


129423 


A TPF A 4 9 9 1 7 S 1 


129424 


ATPF A 4 997 7 ^9 


129425 


ATPFA4997753 


129426 


ATPF A 4 9977 R4 


129427 


ATPF.A4997755 


129428 


ATPFA49977 


129429 


ATPFA4 9977 B7 


129430 


ATPF A 4 99 7 7 Sft 


129431 


ATPF A4 9977 ^ 9 


129432 


ATPF A 4 9977 fiO 


129433 


ATPFA4 9977 61 


129434 


A r T i r , 17 l 7i >! 9 97 7 £9 
ill OZ / / Oi 


129435 


ATPF A 4 997 7 6^ 
ill V^Hjri*± / / UJ 


129436 


ATPF A 4 9977 64 


129437 


A TPF A 4 9 7 7 6 S 


129438 


ATTFA4 9977 66 


129439 


ATPFA4 997 7 67 


129440 


ATPF A 4 9977 6R 

ill ^£jri*± Oi. / ' uu 


129441 


ATPF A 4 9977 69 


129442 


7\ IT* 17 A 4 Q9777 0 


129443 


7i r nr i Trzi/lQ97771 


129444 


a TP F A 4 9 9 7 7 7 9 


129445 


7ATr*F A A Q9 777 7 
ill U£j.ii*± OZ f f f O 


129446 


ATPFA4 99777 4 


129447 


ATPF A4 9977 7 S 


129448 


ATPFA4 99 777 6 

ill V^Hjii'i O i i f \) 


129449 


ATPFA499 77 77 


129450 


ATPFA499777R 


129451 


7\ r TPFA4Q9777Q 
illUEjil^oZ f ( / y 


129452 


ATPF A 4 9977 ft 0 

ill Ulliil'i OZ / / OU 


129453 


7\ rnpTT 7\ /I CO 7 7 Q 1 
ill L/£jii.4oZ I 10± 


129454 


71 r Pr'l?Ii/t9977ft9 
ill \^.Ciil4t DZ / / Di 


129455 


7i r rr i 'G l 7A49977ft'3 


129456 


ATPF A 4 9977 ft 4 


129457 


7A r T t PT?7A49977fi 1 ^ 
ill U£jA4dZ / / Oj 


129458 


ATPFA4 9977A 6 

ill k^Hiil'i D / 1 O U 


129459 


ft r PP'PZi4 99 7 7 ft 7 
ill L^ri^t / / O / 


129460 


7ATrTB.4 997 7ft ft 
ill L/titilrlOZ / /OO 


129461 


BT , r , 'C , A4Q977 c lCi 
illUiljil4oZ / / o y 


129462 


ATPF A 4 9977 90 


1 9 Q4 6^ 


ATCEA4S27791 


129464 


ATCEA4S27792 


129465 


ATCEA4S27793 


129466 


ATCEA4S277 94 


129467 


ATCEA4S27795 
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iz y*± DO 


ATCEA4S27796 


±Z94 oy 


ATCEA4S27797 


lz y4 / U 


ATCEA4S27798 


1294 / 1 


ATCEA4S27799 


izy4 /Z 


ATCEA4S27800 


129473 


ATPF.A4S27801 


i o rv >i "7 /J 

1294 / 4 


ATPFA4S27802 


1294 Id 


ATPF.A4S27803 


1294/0 


ATCEA4S27804 


1294 / / 


ATPFA4S27805 


1294 /o 


ATPF.A4S27806 


1294 /9 


ATCEA4S27807 


129480 


ATCEA4S27808 


i o n /i o t ' 

129481 


ATCEA4S27809 


129482 


ATPF.A4S27810 


129483 


ATPFA4S27811 


129484 


ATPFA4S27812 


129485 


ATPFA4^27813 


129486 


ATPF.A4S27814 


12948 / 


ATPF.A4S27815 


129488 


ATPFA4 C !27816 


129489 


ATPFA4S27817 


12949U 


ATCEA4S27818 


129491 


ATCEA4S27819 


129492 


ATPFA4S27820 


t o n a n. o 

129493 


ATPFA4S27821 


129494 


ATPFA4S27 822 


129495 


ATPFA4^27823 


129496 


ATPFA4^?7824 


129497 


ATPFA4S27825 


129498 


ATPF.A4S27826 


129499 


ATCEA4S27827 


--i n r\ r o rt 

129500 


ATPFA4^°7828 


129501 


ATPFA4S2782 9 


129502 


ATPFA4S27830 


i one 

129503 


ATPFA4927831 


129DU4 


ATCEA4S27832 


1290UO 


ATPEA4S27833 


129506 


ATPF.A4S27834 


i o o c n i 
1295U / 


ATCEA4S27835 


~t o n c Pi o 

129508 


ATPEA4S27836 


"i o o c o n 

129509 


ATPFA4S27837 


i o n c 1 o 

129510 


ATPFA4S27838 


129511 


ATPFA4S27839 


*i one 1 o 

129512 


ATPFA4S27840 


129513 


ATPFA4^?7841 


129514 


ATPFA4 C I27842 


129515 


ATPFA4S27843 


1 on c 1 <c 

129516 


ATPFA4S27 844 


129517 


ATPFA4 C ?27845 


-1 O O I - 1 o 

129518 


ATPFA4 92784 


129519 


ATPFA4S27847 


129520 


ATCEA4S27848 


129521 


ATCEA4S2784 9 


129522 


ATCEA4S27850 


129523 


ATCEA4S27851 


129524 


ATCEA4S27852 
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129525 




129526 


a ^PPF a A "3 9 7 8 R 4 


129527 


titpt? a 4 <3 9 7 ft S S 


129528 


BfpPTa A Q97ft R 


129529 


aTPFa A Q97ft ^7 


129530 


7\TPTraA^97ft Rft 


129531 


aTPTTa A Q 9 7 ft R Q 


129532 


7\ rppfj' 7\ A Q 9 7 ft ft 0 


129533 


a r PPTT7iAQ97ft^1 


129534 


a^Pir a A <3 97 ft 69 


129535 


a tptt a a ^ 9 7 ft ^ 


129536 


a^Pira AQ97ft £A 


129537 


BT'PTTTi A Q9 7 ft f^R 


129538 


z\TPTraA^97 8 


129539 


7\ TPT ftAQ97ft£7 


129540 


A1C&A4 bZ /odo 


129541 


BTPtra A Q9 7 ft £Q 


129542 


A I OLA 4 b.Z / o / U 


129543 


7i r TPT7ZiAC!97fi71 


129544 


Al UCjA4 oz / o / Z 


129545 


ftTPtfa A Q9 7 ft 7 *3 


129546 


STPTTa A Q9 7 ft 7 A 


129547 


a TPT? fl^Q97ft7R 


129548 


Al L-i1jA4 / o / O 


129549 


AlUJiA4 bZ /Off 


129550 


ATCEA4 bZ / o / o 


129551 


A I LiliA4 O Z / O / ^ 


129552 


7\ rn r>T7> 7\ A COTQQH 


129553 


AlCfcjA4bZ fool 


129554 


AlC£A4bZ /ooZ 


129555 


Al U£jA4 bZ / OOj 


129556 


Ii f T , PT?Ii4C!97QQ4 


129557 




129558 


Al UJljri4 / OOU 


129559 


7\ rpPTPTX A O 9 7 ft Q 7 

AlL£iA4 bZ fool 


129560 


A1U1LA4 bZ / doO 


129561 


A1CEA4 bZ /oo^ 


129562 


AlLJfciA4bZ /oyu 


129563 


Al UiiA4 b Z / o )? 1 


129564 


7\ r PPTT7iAQ97PQ9 
AIL/HjAIoZ / O 


129565 


A 1 CbA4 b Z / o y o 


129566 


7\ TPTTTi A Q97PQ4 
A 1 UJCjri4 b Z / O ^ f± 


129567 


AT PI? a A Q97ft QR 
A 1 UHj A^t o Z / 0 z> O 


129568 


AlUCjAftbZ foyO 


129569 


A!OhA4 bZ /oy / 


129570 


7\ TPT 71 /I Q07PQQ 

AlCfciA4bZ /oyo 


129571 


ATCEA4SZ /o^y 


129572 


ATCEA4SZ /yUU 


129573 


AlCiijA4bZ /yui 


129574 


AiChA4bz /yuz 


129575 


A10EA4 bZ / yUj 


129576 


AIOJIjH.4 bZ / ^U'i 


1 9QR77 


ATCEA4S27905 


129578 


ATCEA4S27906 


129579 


ATCEA4S27907 


129580 


ATCEA4S27908 


129581 


ATCEA4S27909 
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129582 


ATPFA4c:9791 0 


129583 


A TPF A 4 cj 2 7 9 1 1 


129584 


ATPFA4997912 


129585 


ATPFA4ci97913 


129586 


ATPFA4S97 91 4 


129587 


ATPF.A4c;27915 


-j /-i s\ r* r\ f\ 

129588 


ATPF.A4CI97916 


129589 


ATP.KA4R27917 


-i /-\ i~ 
129590 


ATPF.A4S97 918 


129591 


ATPFA4CI97 919 


129592 


ATPF.A4S27920 


129593 


ATPF.A4S27 921 


129594 


ATTF.A4S27 922 


129595 


ATPFA4S27923 


129596 


ATPFA4927924 


129597 


ATPFA4c;97 995 


129598 


ATPF.A4S27926 


129599 


ATPF A4997 927 


129600 


A TPF A 4 997 928 


129601 


A TPF A 4 997 929 


129602 


ATPF A 4 9 7 9*30 


129603 


ATPF A 4 997 9^1 


129604 


ATPF A 4 997 9*39 


129605 


ATPF A 4 997 9^*3 


129606 


ATPF A 4 997 9?4 


129607 


ATPF A 4*3 9 7 9^S 


129608 


7\fppr nA CO! 6 


129609 


ATPF A4 997 9^7 


129610 


A TPF A 4 9 9 7 9 ^ P 


129611 


ATPF A 4 997 9^9 


129612 


ZiTPTT A 4 Q97 94 0 


129613 


ATPF A 4 997 94 1 


129614 


A TPF A 4 997 94 2 


129615 


ATPFA499794^ 


129616 


ATPF A 4 997 94 4 


129617 


ATPF A 4 997 94 S 


129618 


ATPF A 4 997 94 


129619 


ATPF A 4 ci 9 7 94 7 


129620 


nTr , TTA4 997 94 8 


129621 


ATPF A 4 997 94 9 


129622 


ATPF A 4 997 9 R 0 


129623 


ATPFA4 997 9 c il 


129624 


ATPF A 4 99 7 9^2 


129625 


A TPF A 4 997 9^ ^ 


129626 


ATPFA49979 c i4 


129627 


ATPF A 4 997 9S "5 


129628 


ATPF A4 99 7 QS 
A 1 Oiii.ri.fi OZ / 


129629 


ATPTT A 4 99 7 9R7 
oiiirifi / / 


129630 




129631 


7\TT , l7 7i ^ 0 0*7 qc; Q 

A 1 oili-rifl oZ l yOz) 


129632 


7iTPTTA4c;97Q^n 

ill Olli/ifi DZ / 


129633 


ATPF A 4 ci 9 7 961 


129634 


ATCEA4S27 962 


129635 


ATCEA4S27963 


129636 


ATCEA4S27964 


129637 


ATCEA4S27965 


129638 


ATCEA4S27 966 
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129639 


ATPFA4 927 967 


129640 


ATPFA4S27968 


129641 


ATPF.A4 5527 969 


129642 


ATPEA4S27 970 


129643 


ATPF.A4927 971 


129644 


ATPF.A4927 972 


129645 


ATPFA4S27973 


129646 


ATPF.A4927 974 


129647 


ATPEA4S27975 


129648 


ATPF.A4927 976 


129649 


ATPF.A4997977 


129650 


ATPFA4997 978 


129651 


ATPFA4997 97 9 


129652 


ATPF.A4S27980 


129653 


ATPEA4S27981 


129654 


ATPFA4927982 


i o n y* c c 

129655 


ATPF.A4S27 983 


129656 


ATPFA4S27984 


129657 


ATPF.A4S27 985 


129658 


ATPFA4927986 


129659 


ATPFA4 997 98 7 


129660 


ATPFA4 927 988 


129661 


ATPFA4 9? 7 98 9 


129662 


ATHF A 4 9 9 7 Q Q 0 

i-l 1 k^I_irt.^i O i 1 Z> Z> \J 


129663 


ATPFA4 997 991 


129664 


ATPFA4S27992 


129665 


ATPFA4S27993 


129666 


ATPFA4 927994 


! 129667 


ATPFA4927 995 


129668 


ATPFA4 997 996 


129669 


aTPFA/l 997 QQ7 


129670 


ATPFA4 997 9 98 


129671 


aTPFAi 997 

nl vDrilOZ. f z/ Zf Zf 


129672 


ATPFA4 998000 

ri. _L k^J_irt.T± O O \J *J \J 


129673 


ATPFA4 99R001 


129674 


ATPFA4 998002 


129675 


ATPF.A4928003 


129676 


ATPF.A4S28004 


129677 


A r FPFA4 928D0 5 


129678 


ATPFA4928006 


129679 


ATPFA4 998007 


129680 ^ - 


ATrFA4 99ftnn8 


129681 


ATPFA4 99R009 


129682 


ATPFA499R01 0 


129683 


ATPFA499 8011 


129684 


ATPFA492801 2 


129685 




129686 


ATPFA499?!ni 4 


129687 


rt..L OiVrt.fi OiOUU 


129688 


aTPT?a4 99S m 6 


129689 


ATr , FA4 99Pni 7 


129690 


ATPFA4 92R018 


129691 


ATCEA4S28019 


129692 


ATCEA4S28020 


129693 


ATCEA4S28021 


1 129694 


ATCEA4S28022 


129695 


ATCEA4S28023 
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129696 


aTTFAi 39 fi 094 


129697 


ATPFA4 998025 


129698 




129699 




129700 


n r nr , T?Zij4C!9ft09R 
Al UHjA4 bZ 0 UiO 


129701 


7\ TT'TPTl A Q 9 Q 09 Q 

A 1 UE A4 DitJU^y 


129702 


Al UEA4 oZOUjU 


129703 


nTT'TT'Ti A Q9ft0 "31 
iilL-rjH.4i OiOUOl 


129704 


7\ r r | r , Ta /I C9fi n "39 


129705 


Al UHjA^i bZ 0 U jj 


129706 


TiTT'TTZi A Q 9 ft f! ^ A 


129707 


Al UEA4bZ ouoo 


129708 


7\TT , 't?7i AQOPH^^ 
A1L-EA4 oZOuOO 


129709 


Al UHii-i^t oz o uo / 


129710 


A1UHjA4oZC3UOO 


129711 


AiuEA4bzou jy 


129712 


7\ TT^TP 7S. A C 9 ft 0 A 0 

Al CEA4 b Z O U 4 U 


129713 


A1CEA4 bzoU4 ± 


129714 


7\ r rr , T7 , aAQ9ftOA9 

Al OEA4 oZ QUIZ 


129715 


a t pit a A Q 9ft 04 "3 


129716 


AlCEA4bZoU4 4 


129717 


Al UEA4 b Z O U ft 0 


129718 


A1^EA4 bZoU 4 O 


129719 


ATCEA4bZoU4 / 


129720 


ATCEA4 bZ o U4 o 


129721 


AJ.CEA4bZoU4 :? 


129722 


Al CEA4 oZoUOU 


129723 


Al OEA4 b Z o U 0 1 


129724 


Al LEA4 bZ o UDZ 


129725 


Al0EA4bZoU3O 


129726 


Al V_EA4 b Z O U 3 4 


129727 


ATCEA4 b Z o U d d 


129728 


ATCEA4SZoUoo 


129729 


ATCEA4bZoUD / 


129730 


A10EA4bZoUDo 


129731 


Al CEA4 bzouoy 


129732 


A 1 CEA4 b Z O U O U 


129733 


A10EA4bZaU01 


i 129734 


AlLEA4bZoUOZ 


129735 


Al L.EA4 b Z O U 0 O 


129736 


Al CEA4 bZ OU D4 


129737 


Al LEA4 bZoU 00 


129738 


AiOEA4bZoUOO 


129739 


ATCEA4SZOUO / 


129740 


AlCEA4bZoUOo 


129741 


AlUEA4bZoUui? 


129742 


ATCEA4 b Z o U / U 


129743 


AlCEA4bZoU fx 


129744 


7\ r nr , T?zi /I Q 9 ft 07 9 
AlUEA4bZoU / Z 


129745 


Al L-EA4 bZ o U / o 


129746 


ATCEA4 S z o U / 4 


129747 


AlCEA4bZoU /0 




ATCEA4S28076 


129749 


ATCEA4S28077 


129750 


ATCEA4S28078 


129751 


ATCEA4S28079 


129752 


ATCEA4S28080 
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129753 


2i r rr , T?a4 c*9 P OR 1 


129754 


ATT'TT a A C! 9 R f) ft 9 


129755 


a^PFik A ft OR "3 


129756 


n r PPTP2i4Q9ftnft4 


129757 


ft. T 1 PI? Zi. AC! 9 ft Oft R 


129758 


TtmPTTft /J GO Q 0 P £ 


129759 


7\ TP'S 1 7A /I Q9 ft HP 7 
AlUEjA4bZOUO / 
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